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Tertiary protein structures can be modeled as simple graphs in various ways. In this paper, we use two methods. In one

method, secondary protein substructures are represented by specified subgraphs and edges are determined by proximity.

In the second method, secondary proteins substructures are represented by weighted edges. Edges are incident if the

corresponding secondary structures are adjacent on the backbone trace or if they satisfy a distance constraint. Given

the simple graph, we then quantify structural parameters by graphical invariants such as eigenvalues, diameter and

radius. (Received August 17, 2004)
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