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For mathematicians teaching computational biology of any flavor, some sort of programming environment is essential. This

presentation will introduce the free, open-source, cross-platform and extremely powerful combination of the biopython

package and the SAGE project. The elegant web browser notebook interface of SAGE makes it easy for groups of students

to collaborate on projects. Some examples of its use from my course Mathematical Foundations of Bioinformatics will be

shown. (Received September 20, 2007)
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