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Finite dynamical systems have emerged as a prominent tool for modeling biological systems. Nested canalyzing functions,

a particular class of Boolean functions, possess properties that make them especially suitable for modeling of biological

networks. However, for the purpose of reverse engineering, relaxing the canalyzing requirement on some variables is

necessary. In this talk, I will introduce the class of partially nested canalyzing functions and their application to studying

gene regulatory networks. (Received January 30, 2012)



